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[ Abstract] Objective To explore the distribution of the lower reproductive tract flora of women in Suzhou New District , and
analyze the influence of menopause and contraceptive methods on the lower reproductive tract flora. Methods Collected the cervical
secretion samples of 373 women who participated in the "two cancer" screening in Suzhou New District from June to July 2018 and
collected the corresponding phenotypic data. The secretion samples were analyzed by metagenomic shotgun sequencing to detect
microbial flora,and the correlation between cervical microbes and phenotype was analyzed by statistical methods. Results  Lactobacillus
iners , Lactobacillus crispatus , Gardnerella vaginalis were the most three dominated types in our cohort, with 20% ,15% and 13% of

women belonged to the three types, respectively. Another 38% belonged to Diverse type ( there was no obvious dominant bacteria) .
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There were significant differences in the types of flora between women of childbearing age and menopausal women (P <0.05) ; there

were significant differences in the vaginal flora of women who use different contraceptive methods (P <0.05). Conclusion

In this

study ,we used the metagenomic shotgun method to explore the spectrum of female lower genital tract flora in Suzhou New District,

China, and found that vaginal microbes are related to age and choice of contraception methods. The establishment of a comprehensive

and objective bioomics understanding of the female reproductive tract microorganisms will provide sufficient basis for disease diagnosis,

treatment , and prognosis assessment.
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