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[ Abstract] Objective To find the microRNA biomarkers related to the survival of patients with cervical cancer based on the
expression of miRNA in TCGA database and clinical data,and to construct a model to predict the survival time of patients with cervical
cancer. Methods The miRNA expression of cervical cancer samples and the data of complete clinical information of patients were
extracted from TCGA database,,and the samples were randomly divided into training set and verification set. The miRNA related to the
prognosis of cervical cancer were screened by statistical and bioinformatics methods ( Kaplan-Meier survival curve, univariate Cox
regression analysis, Lasso regression, logRanK test, multivariate Cox regression modeling, receiver working characteristic curve test).
Results In the training set, through univariate Cox survival analysis and Lasso regression compression modeling, five miRNA were
related to the prognosis of cervical cancer (P <0.05). Multivariate Cox regression analysis showed that the model was an independent
prognostic factor in both the training group and the verification group (P <0.05). ROC curve showed that the model could predict the

prognosis well. Gene ontology, pathway and disease enrichment analysis all show that the target genes of miRNA markers in this model
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are enriched in tumor-related biological processes, pathways and diseases. Conclusions

The prognostic model of miRNA markers in

patients with cervical cancer constructed in this study has good credibility and specificity ,and can be used as a reference for miRNA in

judging the prognosis of cervical cancer.
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